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BioViz.org

We write software for scientists to visualize and understand data better.

The Loraine Lab Mission



There are many great genome browsers!

WashU Epigenome Browser
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The people using IGB



Krizek et al., 2020

https://doi.org/10.1111/tpj.14769 Heejin Yoo et al., 2020

pubmed.ncbi.nlm.nih.gov/31568832/ Ngoc Tu Le et al., 2020

pubmed.ncbi.nlm.nih.gov/32591528/

Make publication quality figures of your data in IGB

https://doi.org/10.1111/tpj.14769
http://pubmed.ncbi.nlm.nih.gov/31568832/
https://pubmed.ncbi.nlm.nih.gov/32591528/


Identify issues such as sample switching

Wildtype samples should not have this SNP.

This mutant sample is really a wildtype, as it is missing the SNP.



IGB hosts 70+ genomes and genome annotations 



We were manually adding genomes and annotations...

igbquickload.org/quickload



Katz et al., 2021 

https://doi.org/10.1093/nar/gkab1053

...but genomic data repositories are growing exponentially

1 petabyte = 1,000 terabytes

“Gone are the days when a new 
genome for an organism made 
White House press briefings and 
news headlines. Instead, several 
dozen are completed every day 
and silently submitted to data 
archives.”

https://doi.org/10.1093/nar/gkab1053


IGB Integrations

Data providers



IGB integrations – UCSC GenArk

Jaya Sravani 

Sirigineedi



Add new features using IGB Apps

Loraine lab students create new 
apps as part of their projects!

apps.bioviz.org



UCSC GenArk adds thousands of new genomes to IGB

4,000+ genome assemblies, thousands of data tracks 

available for some species



IGB integrations –

What other data sources 

can we integrate with?

Computational access via REST API



APIs and FAIR Data Principles
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Fig. 5: Comparison of exon skipping in SR45a (At1g07350) in untreated and heat-treated leaf samples in the Klepikova et al. (2016) data set.

https://onlinelibrary.wiley.com/doi/10.1111/tpj.14468#tpj14468-bib-0014


Click Alignments 
in IGB

bar.utoronto.ca/eFP-Seq_Browser



IGB integrations –
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https://usegalaxy.org/



IGB integrations –

CyVerse is powerful cyberinfrastructure geared towards reproducible research with 

a simple web interface for managing, sharing, running, and visualizing your data



We developed                                to link CyVerse with IGB

https://doi.org/10.3389/fbinf.2022.764619

Karthik Raveendran

Computer Science
PhD Candidate



We developed                                to link CyVerse with IGB

Click 
View in IGB

connect.bioviz.org



IGB integrations - Ensembl

As APIs become more commonplace, we plan to integrate 
as much publicly available genomic data into IGB as 
possible from databases such as Ensembl and NCBI.



The people using IGB



IGB integrations - Future directions



Get in touch!

Contact me at 

pkulzer@charlotte.edu

I host weekly help sessions every Tuesday 1-2PM ET

Scan the QR code or follow the link below for more details:

https://bioviz.org/helpSessions.html
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Access

•Download Integrated Genome Browser: bioviz.org

•Sign in to BioViz Connect: connect.bioviz.org

•IGB App Store: apps.bioviz.org

Code

•BioViz Connect source code: bitbucket.org/nfreese/bioviz-connect

•UCSC GenArk source code: bitbucket.org/lorainelab/ucsc-genark-data-provider

•Integrated Genome Browser source code: bitbucket.org/lorainelab/integrated-genome-browser

Guides

•IGB User’s Guide: wiki.bioviz.org/confluence

•Videos on using IGB: youtube.com/c/integratedgenomebrowser

•BioViz Connect webinar: https://cyverse.org/webinar-BioVizConnect

•BioViz Connect paper: https://doi.org/10.3389/fbinf.2022.764619
•eFP-Seq Browser paper: https://doi.org/10.1111/tpj.14468

•IGB App Store paper: https://doi.org/10.1093/bioinformatics/btac109
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