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Motivation and 
beginnings: 
■ AG2PI seed grant in 2021

■ Exponential growth of publicly available 
genomics and epigenetics data 

■ Data are often underutilized due to insufficient 
metadata and other challenges related to the 
FAIR data standards 

■ Intermediate details from supplemental files and 
initial data are frequently not captured 

■ Objective of WG: to identify bottlenecks in data 
reuse and critical needs to propose solutions
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AgBioData Data Reuse WG
■ Met at PAG, first meeting on Feb 2nd, 2023

■ This working group will:
– Identify bottlenecks in data reuse in livestock and plant communities 

based on discussions and community surveys.
– Identify critical needs that will help improve data reuse and promote 

more FAIR data.
– Identify missed opportunities to improve data sharing

– Publish a white paper describing these bottlenecks and needs.
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Working group members
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James Koltes (chair) Iowa State Assistant Professor

Alenka Hafner (co-chair) Penn State PhD candidate in Plant Biology

Boas Pucker TU Braunschweig Assistant Professor

Cecilia Deng The New Zealand Institute for Plant and Food 
Research Limited

Senior scientist

Peter Harrison EMBL-European Bioinformatics Institute Genome Analysis Team Leader

Chris Elsik University of Missouri Professor

Ted Kalbfleisch University of Kentucky Associate Professor

Elsa Herminia Quezada Rodríguez Universidad Autónoma Metropolitana - México Postdoc

Victoria DeLeo Bowery Farming Plant Scientist

Bruna Petry Iowa State University Postdoc Research Associate

Anne Thessen University of Colorado Anschutz Assoc Prof



White paper draft sections
1. Introduction
2. Barriers/risks/limitations of reuse 

a. Data standards 
I. Data quality 
ii. Experimental standards 

b. Metadata and ontologies 
c. Data interoperability
d. Data ownership propriety 
e. User skill level
f. Resource availability 
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3. Data availability
4. Other/emerging data types 
5. Genotype to phenotype 
6. Equity and inclusion in data reuse 
7. Future of data reuse 



COMMUNITY SURVEY
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Future 
directions
■ Phenomics
■ Emerging data types and 

methods
■ Machine learning - assisted 

metadata curation
■ Other ideas?
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Interested in joining? Have questions or ideas?

Contact me (ahafner@psu.edu) or James (jekoltes@iastate.edu)! 
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