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Why is CartograPlant relevant and timely?
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• Can plant breeding keep pace with the rate and direction 

of environmental change?
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Why is CartograPlant relevant and timely?
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Tools that collect, integrate and facilitate these 
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(TPPS) pipeline
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Direct submission: Tripal Plant PopGen Submit (TPPS) pipeline

• Genotype, phenotype, 
environmental data and metadata 
and provides a DOI

• Population genomics, association 
mapping, and landscape genomic 
studies

• Metadata is collected using
ontologies and standards 
(MIAPPE)

• Ensures the FAIRness of the data
• Supports standard genotyping file 
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Direct submission: Tripal Plant PopGen Submit (TPPS) pipeline

The vast majority of the TPPS submitted studies (and their associated 
genotype, phenotype and environmental data) are available in CartograPlant

thanks to our Biocuration team
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Environmental layers
950 environmental layers are now available in CartograPlant
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- CLIMATE DATA                     - SPECIES RANGES
- ECOREGIONS                        - PET/ARIDITY
- SOIL TYPE                              - LAND COVER                        
- FOREST FRAGMENTATION – CANOPY HEIGHT
- NEON FIELD STATIONS        - BIOTIC DAMAGE
- SEED ZONES                          - NDVI (PLANT HEALTH)
- BIODIVERSITY HOTSPOTS   - HUMAN IMPACT  
- WORLD FOREST ID DATA    - PROTECTED AREAS
- POPULATION DENSITY        - INTACT FORESTS
- LOW IMPACT AREAS.          - WORLD FOREST ID DATA
- NATIONAL FORESTS            - POPULATION DENSITY
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CartograPlant current statistics
• Plants 8,439,968
• Species 635
• Genera 277
• Countries 43
• Studies 313
• Genotypes 771,763,817
• Phenotypes 1,741,822
• Environmental layers 

950
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GWAS with EMMAX

Landscape genomics with Sambada

Landscape genomics with Bayenv

Multiple testing correction (FDR)

BLUP calculation (phenotypes)

Meta-analysis with METASOFT

Meta-analysis with PLINK

Other analytic workflows available soon!
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• CartograPlant is intended to serve as a community 
resource for Plant Molecular Ecology.

• These flexible analytic workflows allow to analyze a 
diversity of data types (e.g. SNPs, SSR) and 
experimental designs (e.g. natural populations, 
common garden) and facilitate a diversity of biological
questions in CartograPlant.

• Mega and meta-analysis take advantage of one of the
main strengths of CartograPlant: the curation and 
integration of a diversity of data types (genotypic, 
phenotypic and envrironmental) from different studies, 
thanks to the metadata collection using ontologies and 
standards. 

• CartograPlant is continuously growing to stay up-to-
date with the latest research and statistical methods to
analyze high-throughput biological data. 

• Having a centralized and up-to-date platform to
integrate, visualize and analyze high-throughput
biological data is key in the current big data era in 
plant biology.

CONCLUSIONS
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