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Bio-Analytic Resource

https://bar.utoronto.ca/

175M (100M A. th.)
 
11.7K (SUBA4)

80K predicted
100+K experimental
2.8M PDIs

29K Phyre2
26k AlphaFold2 
885 from PDB

10+M nsSNPs (1135 
ecotypes)



BAR and FAIR Principles
 Findable: BAR datasets can be easily searched on the BAR 

homepage and GAIA app.
 Accessible: BAR datasets do not require authentication or 

authorization and are publicly available.
 Interoperable: BAR and ThaleMine webservices provide data in 

JSON and XML formats that can be easily integrated into 
workflows.

 Reusable: BAR includes datasets that are publicly available and 
do not require a subscription. So the data can be reused in any 
external apps.



New BAR Homepage (with GAIA search input)

https://bar.utoronto.ca/

https://bar.utoronto.ca/


GAIA: Gene Search

https://bar.utoronto.ca/gaia/ (Sullivan, et al., in prep)
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GAIA: Question Search

https://bar.utoronto.ca/gaia/ (Sullivan, et al., in prep)
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Homepage: BLAST Search

https://bar.utoronto.ca/blast/ (Sullivan, et al., in prep)
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ePlant: Improved User Interface

https://bar.utoronto.ca/eplant/ (Waese et al., 2017, Waese-Perlman et al. In prep.)
https://doi.org/10.1101/2021.04.28.441805
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ePlant: Phyre2 and AF2 Structures

https://bar.utoronto.ca/eplant/ (Waese et al., 2017, Waese-Perlman et al. In prep.)
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ePlants



AGENT

https://bar.utoronto.ca/AGENT (Lau et al., 2021)
https://doi.org/10.1101/2021.04.28.441830
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New Tool: Variant Viewer for SNPs

https://bar.utoronto.ca/VariantViewer/ (Cumming et al., 2021)
https://doi.org/10.1101/2021.04.21.440793
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eFP-Seq Browser

https://bar.utoronto.ca/eFP-Seq_Browser/ (Sullivan et al., 2019)

https://bar.utoronto.ca/eFP-Seq_Browser/


ThaleMine

(Pasha et al., 2020)



ThaleMine
 ThaleMine v5.1.0-20230710 was release with InterMine 5.1.0 and data as 

of July 10, 2023.
 TAIR datasets upgraded to public release 20220630
 Panther dataset is upgraded to 17.0
 BioGrid data are upgraded to 4.4.233
 BAR eFP images are now loaded using a new Python 3 based web service 

with cached images.
 We continue to support InterMine staff.



ThaleMine Gene Search
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ThaleMine Data Sources



@BAR_PlantBio 

https://www.facebook.com/BioAnalyticResource
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