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AgBioData SGV Working Group Goals

1. Improve availability and reusability of variation datasets

2. Bring together a community of data providers, biocurators & computer 
scientists to promote interoperability and access to GV datasets

3. Advocate for the increase use of standard format and identifiers for 
data and metadata
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FAIRifying public plant GV data sets
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Variation Data journey identified 
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PUBLISHED

1. Raw data

2. Genomic variations

Mandated by 
Funders

3. Genomic variations

● Large Curation effort to recreate the GV data
● No check done prior to publication

● Variation data readily available
● No check done prior to publication

● Variation data readily available
● Data / Metadata validation 
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Standards for Genetic Variation – Interoperability 
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Genomics variation data Metadata

VCF
Variant Call Format

Text file format with meta-info and data 

for a variant position in a genome 

sequence assembly at INSDC

BioSample
● Name, Source, Location Date

● Germplasm ID (genebanks ICRISAT: IS 

12661, GRIN: PI 276837)

vcf-validator
https://github.com/EBIvariation/vcf-validator 

Community defined checklist

https://github.com/EBIvariation/vcf-validator
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Recommendations for data standards for plants

● Guidelines on FAIR handling of GV data published in 2022
○ How to create and format VCF files
○ Step by step guide on how best to validate and submit data to ENA, BioSamples and EVA

doi: 10.12688/f1000research.109080.2
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Plant genomic and genetic variation data 
submission

https://faircookbook.elixir-europe.org/content/recipes/reusability/miappe.html
https://faircookbook.elixir-europe.org/content/recipes/reusability/miappe.html
https://faircookbook.elixir-europe.org/content/recipes/reusability/miappe.html
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Data submission - European Variation Archive
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Variation loci 
identifiers 

rsids
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Variant identifiers 

● Globally unique long term accessions
● Identify Variable loci on a genome
● Stable across genome assembly version
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rs10455872

Population 
Allele 

frequencies

QTL
eQTL

Clinical 
traits

GWAS

~ 1 M Publications Link 
to a RS ids
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Integration of RSids (non-human)

Integrated with multiple resources
- Ensembl
- UCSC
- NCBI genome data viewer
- Alliance of Genome Resources
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Promoting use of RSids - Gramene / SorghumBase

11Slide courtesy of Marcela
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Promoting use of RSids - Soybase
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BROKER 4.8M variants

RELEASE 6 1M new RSids
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Promoting use of RSids  - Industry collaboration

Using RS ids in SNP panels would help users map to genomics 
coordinates.
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EVA RELEASE
Industry 
partners

Annotate with 
RS ids

SNP arrays

SNP without RS

Request new 
RS ids

Provide new 
RS ids
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Promoting use of RSids - Industry collaboration

Develop a community marker panel with RS ids:
○ Sorghum 2.4K SNPs (AgriPlex)
○ 26 Markers without RS ids were assigned one

Leverage Group’s contact to start discussion with Thermofisher
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Summary of Outcomes

● FAIRifying pilot studies 
○ Identified data journeys
○ Highlight curation challenges 

● Metadata: Standardized germplasm identifiers
● Promoting usages RSids

○ In community database
○ Data Aggregator
○ Industry partners
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Writing White paper 
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Public Genomic Resources

Merged with SGV with complementary goals
● How to identify haplotypes ? 
● Where should haplotype and/or allele databases be hosted for best 

accessibility and continuity ? 
● How to describe identify Merged datasets ? 
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Breakout Group Questions 

1. Data submission:
a. What are (if any) the barriers to submitting variation data to a 

central or community database?
b. Have you ever submitted to a central database (NCBI, ENA, EVA)

2. Metadata:
a. What metadata would be required for you to make the genomics 

variation reusable?
3. RS ids:

a. Were you aware of rs ids before the presentation?
b. Do you think rs ids would be useful for you?
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Thanks!
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RSids examples
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Link

https://ensembl.sorghumbase.org/Sorghum_bicolor/Variation/Population?db=core;g=SORBI_3006G004400;r=6:697459-700101;t=SORBI_3006G004400.2;v=rs5434611018;vdb=variation;vf=4487851#3_tablePanel
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RSids examples
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Link

https://ensembl.sorghumbase.org/Sorghum_bicolor/Variation/Phenotype?db=core;g=SORBI_3007G131100;r=7:54785788-54798623;v=rs5441764684;vdb=variation;vf=15117871

