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Goals

● Summarize existing NLP models, tools, and curated training sets, and identify their limitations with 
AgBioData-curated content.

● Define use cases for applying NLP in biocuration for AgBioData databases (e.g., key research questions).

● Identify common entities curated across AgBioData databases for NLP-driven extraction/curation.

● Recommend strategies and next steps to address these limitations and advance NLP for biocuration to 
the consortium.

● Identify a tool that would be useful for the most number of resources represented in the WG, at least one 
use case, develop and test a workflow that can be applied across multiple groups.









Gene summary generation from primary literature (12)

Gene function extraction from primary literature (11)

Entity recognition in primary literature (10)

Phenotype data extraction (10)





Tool Reviews

● Adam: React-to-Me Chatbot

● Qi: Recognizing Animal Traits in PubMed Abstracts
● Edwin: OntoGPT in AgBio
● Kapeel: ChatGPT - Custom GPT Model for Gene Information

● Jacqueline: ChatPDF
● Tanya: Elicit
● Parul: Gemini
● Sudhansu: Gemini, ChatPDF, MS CoPilot
● Sri: Google Notebook LLM



Reviews

React-to-Me Reactome 
Chatbot

Able to chat with Pathway 
information. Currently 
working on extending to 
include other databases 
including UniProt and 
Alliance of Genome 
Resources. 
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Reviews

OntoGPT - 
Allows users 
to pull 
ontology 
based 
information 
from text



Reviews

ChatGPT Pro

Make your own Custom GPT

List of genes and symbols



Tool Reviews

● Adam: React-to-Me Chatbot

● Qi: Recognizing Animal Traits in PubMed Abstracts
● Edwin: OntoGPT in AgBio
● Kapeel: ChatGPT - Custom GPT Model for Gene Information

● Jacqueline: ChatPDF 
● Tanya: Elicit
● Parul: Gemini
● Sudhansu: Gemini, ChatPDF, MS CoPilot
● Sri: Google Notebook LLM



Online chat with a paper/set of papers



Next steps

● Short term:
○ Continue evaluating tools
○ Start a live document of recommendations (What do I want to 

do? What can I use?)

● Longer term: 
○ Identify a tool/pipeline that can be adapted/developed and 

shared across projects



You can still join.

Slack channel: #nlp4biocuration

Meeting schedule:  Every other week, Wednesdays, 8 am Pacific / 
10am Central /11 am Eastern / 4pm Central European Time

Next meeting: May 21, 2025


